R IR 2025 £ F 2 8 EEHRLME

BT 5 R H i Fr B9 B B R 3= R AL A JE RV S I 5 A

(PG5 R X AR PR Be AR AIF 58 i, P . $i2 5% 850032)

OB N T B M E XK & Mythimna separate (Walker) &£ 78t % 7 DA R 3 40 P o 6 B B 8y k35 . R A RNA-Seq #
A, TR EERMAE T TESELE KL WA & 0E 4% % % & (20-Hydroxyeedysone, 20E) , - AF Ext bk £ B, 4
RET HEESHEARANEGRE RN EMRT REAENR & B F R N T4 i 4 R A & R 4 bR B
B BETHRIMH T JH ARBR MBI THTER JH BEBEK, KA S BN bR d 7= &K E 2T A RR
BHEBETESHIRE N ELETHRATMH W EH £,

KRR FE B s B R B F s RNA-Seq KR

HE 5 %S 5435 MXEKARIRAD A

Effect of Ecdysteroids on Reproduction of
Mythimna separata (Walker) Based on Transcriptome Sequencing

PANG Bo, LEI Xueping
(Institute of Agricultural Sciences, Xizang Academy of Agriculture and Animal Husbandry Sciences, Lhasa Xizang 850032, China)

Abstract: The study aimed to understand the effect of ecdysone on the reproductive capabilities of Mythimna separata (Walker) and the ex-
pression of essential genes in the transcriptome. Researchers employed RNA-Seq technology to examine the impact of 20-Hydroxyecdysone
(20E) on reproduction of Mythimna separata (Walker) on maize crops in Xiachayu County, Linzhi City, Xizang Autonomous Region. The
result analysis shows that: The egg production of sticky worms treated with exogenous ecdysone is significantly reduced compared to untreat-
ed sticky worms. Based on the transcriptome results, it is speculated that exogenous supplementation of 20E to adult armyworm may inhibit
the transcriptional level of enzymes involved in JH synthesis pathway, leading to a decrease in JH titer and ultimately resulting in a decrease
in egg production of armyworm adults. This study confirms that injection of exogenous ecdysone can significantly reduce the egg production of
sticky worms, thereby inhibiting their normal reproduction.
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