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Abstract: Based on Fasciola spp. collected from Xizang, a phage-displayed cDNA library of adult Fasciola spp. was constructed, and the
library was primary and secondary screened using serum from sheep infected with Fasciola spp. Positive plaques were picked for PCR amplifi-
cation and sequencing., and bioinformatics analysis was performed on the sequencing results. Primers were designed according to the obtained
sequences, and PCR amplification was conducted again with Fasciola spp. DNA as the template for verification. The results showed that the
¢DNA library of adult Fasciola spp. was successfully constructed with a titer of 1.24 X107 pfu/mL and a recombination rate of 100%, and a
total of 8 immune gene proteins were screened and identified.
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F: AAGGATGTTGCTTTGTCGTGG
NAD1 619 56
R: GGAGTACGGTTACATTCACA
e T7: TCCGAGATCTGGACGAGC . -
’ T3: TAATACGACTCACTATAGGG i
F: TCCTCACGGTCGGAGTGCTTG
FgCL2 339 54
R: TCACATAACCAGATTCACGCCAGTC
F: ACGGCGAGTTCAACAGACATGC
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F: TGCTGGCGGCAGTAACTTTCG
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F: CGCCAGAATCCATCCGTTCATCC
Fg08 ’ , 297 49
R: CTACTGCTTCCACTGCTGCTTCC
F: GTGGCCTTTCTGGTGCGATACG
FgX1 353 51
R: GACGACTGACCTCACTCACATTACG
F: GATTCGTGCCTTGGTGTTGCTAAC
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R: TCCAATGAAGGTTGCCGAGACAATC
ot F: ATGAATGTACAATTCATTTTCGTCTTT Vs o
8 R: TCAAAACAAAACGAATACAGTCTTATC
F: ATGTCATTGATTTTGGGCAAAGAATT
Fg28 , o 216 56
R: TCATTGTGGTAGCATTTGGGGA




&KL #HE

2026 £ % 1 RABEFAR

1.4 & RNA KRB 4k

B PR AT — 80 “C vk A v Y IR ACREAS B
TEWR TS 25 T BEIE OB - 4% Total RNA Kit
Vi BF A5 3 A 4 O B RNA 28 78 P 35 I AR 458 i
HL KA I B RNA Y 58 8 £, ffi H] polyA Spin
mRNA 73 2 X &, &S RNA 532 Jf gl b
mRNA , % H Nanodrop # /&l & X %t 4 ik 5
) mRNA #4752l A .
1.5 c¢DNA XEMHEE

e SMART™ ¢DNA Library Construc-
tion Kit B 45 47 #4E . LI mRNA B4R 72
J e SRR AL T A R cDNA 55 1 %%, Fl ] PCR
PIGE I cDNA 5 2 5. W EE cDNA £ H i
K i1k )5 » i 537 CHROMASPIN-400TM #: it 47
BLDENT, BB B EE cDNAL WS fir
5 cDNA J Bt 5 A TriplEx2™ I B 74 2 1A 5% 4
HEEAL A M5 T8 XL1-Blue . 0 28 H 0255 4 19
#E cDNA CFE,
1.6 cDNA 3 FEHY 5 & 3 0if i

FH R 1 4 T 28 fifk W T B 1 9K 2R 3R & P
PEIIE LS BRAERE B . B B Il cDNA
I T A SRS A, % ED & TPTG B A NC i
b AL B S ) B TE ST A B
i E A DAB . 7 J5 9 2k R W B BE L A0 3 A
B 56 4 4 BE P s TR B Sl DNA R L 3 H 514 PCR
(R DY 1Y 2% B ER AW HARA RA AT .
1.7 PCR WiE

R AR 7 228 0 7 AR A 1Y 8 AR P 81 (3R D ik
TR SRS, L JE W dt DNA S 84k, 38 i
PCR #8560 1iE bk 5 A 2 75 >R IR T 52 56 Fr 1T 1R
k. PCRY #EF:95 C 3 min,95 C 15 s, i
k15 5,72 °C 30 5,35 PMEH;72 °C 10 min, 3"
B 120 BR R R BEICAE 150 VL R R HLIK
15 min #4770 B FAZ I
1.8 PHMRENEYNERFESH

XF R 8 A HE N H AT AE G B
S8, fdi B https://services. healthtech. dtu. dk/
services/SignalP-5. 0 #l Il /& & & A & 5 K.
http://www. psort. org/psortb/index. html # 17
V40 i %€ A7 59 T, http://www. cbs. dtu. dk/
services/ TMHMM/ 7 1 & S A7- TE 85 I X,

2 HREHSH

21 FREBRBESFEEER
AT 6 b X R 4 B 20 fy R JE W G

T NAD1 Y 58 I 619 bp &4 . 5 1M
H 25 A (& 1. W7 5 BLAST LLXT 4
Mras R oR. 20 FEHFIHE KRB R R
NAD1 FEH 75— Ph 99.34% ~100% , %
ERRKRIEW A, REHM 45 R R, K
I i e el e N [ B ol B N
WF5E By R B W 40 5 ok 3 B (GenBank:
OR908783) [] 5 14 4 v (1] 2)

N123 456 7189M

bp

2000

1 000
750
500
250
100

619 bp —»

N K B X B8, 1~9 Ry AT g e AR,
M & DNA Fr#E DL2000
Bl1 #HoRFEKEA#ES NADI EE PCR I IEER

Fgl8
Fgl7

Fgl5

Fgl3

Fgll

Fg09

Fg07

Fg05

Fg03

Fg01

Fg02

Fg04
85 | Fg06
H Fg08
Fgl0
Fgl2
Fgl4
Fgl6
Fgl9
96 Fg20
— | OR908783 Fasciola gigantica India
OR961125 Fasciola gigantica India
OR123716 Fasciola gigantica China: Xizang
AB211240 Fasciola sp. Japan
AB207168 Fasciola sp. Japan
MH106557 Fasciola gigantica China: Yunnan
LAB207158 Fasciola gigantica Japan

96

L_AB604937 Fasciola gigantica China: Guangzhou

_l— KF992227 Fasciola gigantica Iran
MG972406 Fasciola gigantica Armenia
LC552633 Fasciola gigantica Sudan
KR422389 Fasciola hepatica Poland
MF287675 Fasciola hepatica Brazil
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