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Genetic Diversity Analysis of SSR in Tibetan Spring Wheat ( Triticum aestivum L. )

YU Ming-zhai, ZHANG Yong-peng, LIANG Yan-hua, WANG Lan, WANG Ju-hua, WEI Ying-chun *
(Agricultural Research Institute, Tibet Academy of Agricultural and Animal Husbandry Sciences, Tibet Lhasa 850032, China)

Abstract; Wheat is the main food crop in Tibet. In order to understand the genetic background of Tibetan spring wheat, 105 pairs of SSR
primers evenly distributed on 21 chromosomes were selected, among which 64 pairs of primers had good polymorphism. Genetic diversity and
population structure of 73 barley parent materials were analyzed. The results showed that the amplitude of polymorphic information content
(PIC) was 0.375 —0.887, and the average was 0. 673. The variation range of genetic similarity coefficient ( GS) was 0. 635 - 0. 916.
Cluster analysis showed that 73 winter wheat parents were grouped into three categories at GS value of 0. 752. Each category included 15, 20
and 38 materials respectively. According to the source analysis, it was found that the sources of each category of materials were basically the
same , which indicated that the local origin structure was single, so it was required to further introduce heterogeneous resources to provide the
basis for the breakthrough of breeding work.
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Fig.1 UPGMA dendrogram of wheat materials
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